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After completing his PhD from Max Planck Institute for Plant Breeding Research and University of 
Cologne, Germany, Dr. Manoj Kumar pursued his postdoctoral research at John Innes Centre, Norwich 
and Sainsbury Laboratory, University of Cambridge, UK, where he investigated how plants sense and 
respond to temperature. He contributed in the discovery of how Phytochrome B senses temperature 
and regulate plant growth. He further demonstrated Chloroplast Signaling Gates thermotolerance in 
Arabidopsis. 
He has actively participated and delivered talks at various international conferences/meetings and 
workshops. His present research interest is to explore how cells sense and responds to external cues 
and uses different model systems to explore the molecular mechanism. One of the major goals in his 
laboratory is to develop climate resilient as well as nutrient enriched crop species. Apart from research, 
he is involved in teaching courses related to molecular biology as well as research methodology.  
 
Awards and honours: 
  
2016 “Young Scientist Award” by SERB, Department of Science and Technology, India 
2015 Dr. DS Kothari Postdoctoral fellowship awarded by University Grant Commission, India  
2011 Postdoctoral Fellowship by John Innes Centre, Norwich UK 
2012 Postdoctoral fellowship by University of Cambridge, Cambridge, UK 
2006 PhD fellowship awarded by International Graduate School in Genetics and Functional 
 Genomics, University of Cologne, Germany 
2004 National Eligibility for Lectureship in Life Science (NET) from CSIR-UGC, India  
 
Current Research Projects: 
 
2023 – 2026   ICMR-Extra mural Research Grant (Co-PI) 
(Funding of INR 25 lakh) 
2019 – 2022   ICMR-Extra mural Research Grant (Co-PI) 
(Funding of INR 25 lakh) 
2021    DBT-Workshop grant on Genome Editing Technologies  
(Funding of INR 10 lakh) 
2016 – 2020   Start-Up Research Grant SERB-DST, India 
(Funding of INR 44 lakh) 
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