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Priyanka Jain, did her graduation and post-graduation from Banaras Hindu University, Varanasi. She
obtained her PhD in Bioinformatics under joint mentorship from National Institute for Plant
Biotechnology (NIPB), New Delhi and Banasthali Vidyapith, Rajasthan. During PhD She worked on
transcriptional changes during blast disease. She worked for three years at Institute of genomics and
integrative biology (IGIB). Further, she worked at National Institute of plant genome research (NIPGR)
and Indian Agricultural Statistical Research Institute (IASRI), New Delhi for her post doctoral work. She
has total 24 publications in Scopus indexed journals with h-index of 11 and citations of 471. She has
presented number of posters and oral presentations in national and international conferences. She served
as reviewer for several international journals like Frontiers and BMC. She has been involved in regular
teaching and training program for master students and scientific faculty. She has generated and analyzed
several genomic resources which are submitted at NCBI. She is interested in development of new omics



pipelines for coding and non coding RNA identification and interaction. She is also interested in
development of marker kit for deciphering gene regulatory network in host pathogen interaction using
integrative multi-omic approaches. Her areas of expertise includes analysis of different types of
genomics (whole/organelle genome assembly, bulk and single-cell transcriptome sequencing, exome
sequencing, Bisulphite seq, Chip-Seq, ATAC-Seq) data, Network Analysis, R, Python, shell scripting,
and Machine Learning based predictions for disease management.
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1) INSc Young Researcher Award 2022.
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3) Graduate aptitude test examination (GATE) for the year 2009 and 2010.
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5) Summer research Fellowship from Indian Academy of Sciences (IAS), Bangalore, Indian National Science
Academy New Delhi, National Academy of sciences, Allahabad for the year 2008.
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