Dr. Jayasha Shandilya
Associate Professor and Ramalingaswami fellow

Specialization: Transcription regulation, Epigenetics, Chromatin biology and

Cell cycle checkpoint control

Email: jshandilya@amity.edu

Dr. Jayasha Shandilya obtained PhD in Biochemistry and Molecular Biology from Jawaharlal Nehru Centre for
Advanced Scientific Research (JNCASR), Bangalore. Her graduate research was focused in the area of epigenetic
regulation of eukaryotic transcription. She studied how post-translational modifications, such as acetylation and
phosphorylation of Nucleophosmin (NPM1) protein regulated its transcriptional activator and histone chaperone
functions during normal cellular physiology and tumorigenesis. She further pursued her postdoctoral research at
the State University of New York at Buffalo (SUNY, UB), where she investigated the regulation of tumor-suppressor
p53-target genes under cellular stress and DNA damaging conditions. Her work on Wilms’ tumor 1 (WT1) protein
has identified a previously unknown role of WT1 in the regulation of cell cycle checkpoint function and genomic
stability. She is continuing her research to gain better insights on how the cross-talk among cell-cycle checkpoint
proteins and transcription factors control cell division and gene expression in normal and in malignant conditions.

Current Research Projects:
DBT-Ramalingaswami fellowship funded research project entitled “Regulation of mitotic checkpoint function by
NF-kB and p53 signaling network: implications in genomic instability and carcinogenesis.”

Fellowships, Honors and Affiliations:

1. Ramalingaswami Fellowship Award, DBT (2020-2025)
American Association for Cancer Research (AACR), Associate Member (2015-present)
Research Fellow, Council of Scientific & Industrial Research, India (2005-2010)
Jawaharlal Memorial Merit Award, Jawaharlal Nehru University, 2005
J.C. Nag Memorial Medal, Presidency University, 2004
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